Table 1. Baseline characteristics of patients enrolled in the study 
	Characteristic
	n=XXXX

	Age category, n (%)
	

	18-30
	

	30-45
	

	40-60
	

	60+
	

	Gender, n (%)
	

	Female
	

	Male
	

	Ethnicity, n (%)
	

	Georgian
	

	Armenian
	

	Azerbaijani
	

	Abkhaz
	

	Osetian
	

	Russian
	

	Other
	

	Route of HCV transmission n (%)
	

	IDU
	

	Blood  transmission
	

	MSM
	

	Heterosexual transmission
	

	Unknown
	

	Cirrhosis, n (%)
	

	Yes
	

	No
	

	HCV RNA categories, n (%)
	

	<800,000 IU/mL
	

	≥800,000 IU/mL
	

	Liver function tests, n (%)
	

	ALT>2 X ULN
	

	AST >2 X ULN
	

	Billirubin>1.1 mg/dL
	

	Albumin <35 g/L
	

	INR >1.49
	

	Co-infections, n (%)
	

	HBsAg+
	

	anti-HIV+
	

	Sentinel surveillance site, n (%) 
	

	Tbilisi
	

	Zugdidi
	




Table 2. Treatment outcomes and associated factors amongpatients enrolled in the study
	
	Total 
N
	Achieved SVR
	Bivariate analysis
	Multivariate analysis

	
	
	N
	%
	RR
	95% CI
	p value
	RR
	95% CI
	p value

	HCV Genotype
	
	
	
	
	
	
	
	
	

	2 
	
	
	
	
	
	
	
	
	

	RF1_2k/1b
	
	
	
	
	
	
	
	
	

	Age category
	
	
	
	
	
	
	
	
	

	18-30
	
	
	
	
	
	
	
	
	

	30-45
	
	
	
	
	
	
	
	
	

	40-60
	
	
	
	
	
	
	
	
	

	60+
	
	
	
	
	
	
	
	
	

	Gender
	
	
	
	
	
	
	
	
	

	Female
	
	
	
	
	
	
	
	
	

	Male
	
	
	
	
	
	
	
	
	

	Ethnicity
	
	
	
	
	
	
	
	
	

	Georgian
	
	
	
	
	
	
	
	
	

	Armenian
	
	
	
	
	
	
	
	
	

	Azerbaijani
	
	
	
	
	
	
	
	
	

	Abkhaz
	
	
	
	
	
	
	
	
	

	Osetian
	
	
	
	
	
	
	
	
	

	Russian
	
	
	
	
	
	
	
	
	

	Other
	
	
	
	
	
	
	
	
	

	Route of HCV transmission
	
	
	
	
	
	
	
	
	

	IDU
	
	
	
	
	
	
	
	
	

	Blood  transmission
	
	
	
	
	
	
	
	
	

	MSM
	
	
	
	
	
	
	
	
	

	Heterosexual transmission
	
	
	
	
	
	
	
	
	

	Unknown
	
	
	
	
	
	
	
	
	

	Cirrhosis
	
	
	
	
	
	
	
	
	

	Yes
	
	
	
	
	
	
	
	
	

	No
	
	
	
	
	
	
	
	
	

	HCV RNA categories
	
	
	
	
	
	
	
	
	

	<800,000 IU/mL
	
	
	
	
	
	
	
	
	

	≥800,000 IU/mL
	
	
	
	
	
	
	
	
	

	Liver function tests, n (%)
	
	
	
	
	
	
	
	
	

	ALT>2 X ULN
	
	
	
	
	
	
	
	
	

	AST >2 X ULN
	
	
	
	
	
	
	
	
	

	Billirubin>1.1 mg/dL
	
	
	
	
	
	
	
	
	

	Albumin <35 g/L
	
	
	
	
	
	
	
	
	

	INR >1.49
	
	
	
	
	
	
	
	
	

	Co-infections, n (%)
	
	
	
	
	
	
	
	
	

	HBsAg+
	
	
	
	
	
	
	
	
	

	anti-HIV+
	
	
	
	
	
	
	
	
	

	Preexisting HCV treatment, n (%)
	
	
	
	
	
	
	
	
	

	No
	
	
	
	
	
	
	
	
	

	Yes
	
	
	
	
	
	
	
	
	

	SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	

	SOF/RBV (20 wk)
	
	
	
	
	
	
	
	
	

	IFN/SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (12wk)
	
	
	
	
	
	
	
	
	

	IFN/SOF/LDV/RBV (12 wk)
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (24wk)
	
	
	
	
	
	
	
	
	

	Current Treatment regimen, n (%)
	
	
	
	
	
	
	
	
	

	SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	

	SOF/RBV (20 wk)
	
	
	
	
	
	
	
	
	

	IFN/SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (12wk)
	
	
	
	
	
	
	
	
	

	IFN/SOF/LDV/RBV (12 wk)
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (24wk)
	
	
	
	
	
	
	
	
	

	Sentinel surveillance site, n (%) 
	
	
	
	
	
	
	
	
	

	Tbilisi
	
	
	
	
	
	
	
	
	

	Zugdidi
	
	
	
	
	
	
	
	
	













Table 3. Treatment outcomes by genotype and cirrhosis status
	
	Genotype 2a
	Genotype 2c
	Genotype 2k
	Genotype 2b
	RF1_ 2k/1b
	Total

	
	Total n
	SVR 
n (%)
	Total n
	SVR
n (%)
	Total
n (%)
	SVR
n (%)
	Total n
	SVR
n (%)
	Total n
	SVR
n (%)
	Total n
	SVR
n (%)

	All patients
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/RBV (20 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	IFN/SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (12wk)
	
	
	
	
	
	
	
	
	
	
	
	

	IFN/SOF/LDV/RBV (12 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (24wk)
	
	
	
	
	
	
	
	
	
	
	
	

	Patients with cirrhosis
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/RBV (20 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	IFN/SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (12wk)
	
	
	
	
	
	
	
	
	
	
	
	

	IFN/SOF/LDV/RBV (12 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (24wk)
	
	
	
	
	
	
	
	
	
	
	
	

	Patients without cirrhosis
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/RBV (12 wk)
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (12wk)
	
	
	
	
	
	
	
	
	
	
	
	

	SOF/LDV/RBV (24wk)
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Figure 1. Phylogenetic analyses
Figure 2. Simplot analyses
